[Effect of STAT5 gene silencing on the proliferation of T lymphocytes in a mouse model of asthma].
To study the effect of silencing STAT5 gene on the proliferation of T lymphocytes in a mouse model of asthma. Spleen T-lymphocytes of normal and asthmatic mice were selected by immunomagnetic beads, and the STAT5a/b genes of these T-lymphocytes were silenced by siRNA. The mRNA of STAT5a/b was detected by fluorescence quantitative PCR, and the protein by Western blot. The proliferation rates of T-lymphocytes was evaluated by CCK-8, and the cell cycle and the cell apoptosis was measured by flow cytometry. (1) Significant inflammatory cell infiltration was present in asthmatic mouse airways, as compared to the normal control mice. (2) The STAT5a/b mRNA expression of the asthmatic group was significantly higher compared with the normal control group. (3) Compared to the blank control group, the mRNA expression of STAT5a/b was reduced in the siRNA-specific intervention (T: 35.014 vs 14.553, P < 0.01). The protein expression of STAT5a/b was also reduced after siRNA-specific intervention (T: -10.958 vs -14.706, P < 0.01). The proliferation rates of T lymphocytes was reduced after siRNA-specific intervention (T: 8.692 vs 10.540, P < 0.01), and the number of T-lymphocytes in proliferative phase was all significantly reduced after siRNA-specific intervention (T: 6.975 vs -5.567, P < 0.05). The apoptosis rates of T lymphocytes were significantly increased after siRNA-specific intervention (T: -6.404 vs -6.038, P < 0.05). RNA interference specifically reduced the expression of STAT5a/b, inhibited the proliferation of T lymphocytes, and promoted the apoptosis of T lymphocytes in a mouse model of asthma.